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pch.mam.6a1 .cell— 57.579.1 .t7 

CACCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 

GTCGCTGGAGGAGTCCGGCGGTCGCCTGGTAACGCCTGGAGGATCCCTGACACTCACCTGCAC 

AGTCTCTGGAATCGACCTCAGTAGCTATGGAGTGGGCTGGGTCCGCCAGGCTCCAGGGAAGG 

GGCTGGAATACATCGGAATCATTAGTAAAATTGATAACACATACTACGCGAACTGGGCGAAA 

GGCCGATTCACCATCTCCAAAACCTCGTCGACCACGGTGGATCTGAAAATGACCAGTCTGACA 

ACCGAGGACACGGCCACCTATTTCTGTACCAGAGGGTCTTTTGATCCCTGGGGCCCAGGCACC 

CTGGTCACCGTCTCCTCAGGGCAACCTAA 



pc.h.mam.16d8.cell-22.394.1.t7 

CACCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 

GTCGGTGGAGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCAC 

AGTCTCTGGATTCTCCCTCAGCAGCTACGACATGACCTGGGTCCGCCAGGCTCCAGGGAAGGG 

GCTGGAATGGATCGGAACCATTAGTACTATTGGTAGCCCATTTTACGCGAGCTGGGCGAGAGG 

CCGATTCACCATCTCCAAAACCTCGACCACGGTGGATCTGAAAATCACCAATCCGACAACCGA 

GGACACGGCCACGTATTTTTGCGGCAGATTTCGGATTGCTGGTGA TGGTGCCTTCTGGGGCCC 

AGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



pc.h.mam.16d8.cel!-21.393.2.t7 

CACCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 
GTCGGTGGAGGAGTCCGGGGGTCGCCTGGTCACGCCTAGGACACCCCTGACACTCACCTGCAC 
AGTCTCTGGATTCTCCCTCAGCAGCTACGACATGACCTGGGTCCGCCAGGCTCCAGGGAAGGG 
GCTGGAATGGATCGGAACCATTAGTACTATTGGTAGCCCATTTTACGCGACCTGGGCGAGAGG 
CCGATTCACCATCTCCAAAACCTCGACCACGGTGGATCTGAAAATCACCAATCCGACAACCGA 
GGACACGGCCACGTATTTTTGCGGCAGATTTCGGATTGCTGGTGATGGTGCCTTCTGGGGCCC 
AGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



pc.h.mam.6b12.cell-19.339.4.t7 

CACCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCGGTGTCA 

GTCGGTGGAGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGAGATTCACCTGCAC 

AGTCTCTGGAATCGACCTCAGCACCTACGACATGACCTGGGTCCGCCAGGCTCCAGGGAAGG 

GACTGGMTGGATCGGMCCATTAGTACTCTTGGTACCCCTTTTTCCGCCAATTGGGCGAGAG 

GCCGATTCACCATCTCCAAGACCTCGACCACGGTGGATCTGAAAATCGCCAGTCCGACGACCG 

AAGACACTGCCACATATTTTTGTGGCAGATTGCGGATTGCTCATGATGGTGCCTTCTGGGGCC 

CAGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



Fig. IB 



pc.h.mam.2d3.cell-65.576.1.t7 

CCCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAG 

GAGCAGCTGAAGGAGTCCGGAGGAGGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTG 

CACAGTGTCTGGAATCGACCTCAATATCGATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAATGGATCGGAATTATTGGTACTCGTGGTGGCACATGGTTCGCGAGCTGGGCG 

AAAGGCCGATTCACCATCTCCAAAACCCCGACCACAGTGGATCTGAAAATCCCCAGTCCGAC 

AACCGAGGACACGGCCACCTATTTCTGTGCCAGTATCTATTCTGATAGTGGTACTTATACGAC 

CTTGTGGGGCCCAGGCACCCCGGTCACCGTCTCCTCAGGGCAACCTAA 



pc.h.mam.14a12.cell-3.333.1.t7 

CACCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 

GTCGGTGGAGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCAC 

CGTCTCTGGATTCTCCCTCAGCAGCGTCGACATGACCTGGGTCCGCCAGGCTCCAGGGAAGGG 

GCTGGAATGGATCGGAACCATTAGTACTCGTAGTAGCACATACTACGCGAGCTGGGCGAAAG 

GCCGATTCACCATCTCCAAAACCTCGACCACGGTGGATCTGAAAATCACCAGTCCGACAACCG 

AGGACACGGCCACGTATTTCTGTGGCAGATTTCGGATTGCTGGTGATGGTGCCTTCTGGGGCC 

CAGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



pcr.g.mam.29d 1 .c21 1 .1 1779.780com 

GGAAGGCTGCGCTGGCTTTTCCTGGTCGCTGTGCTCAGAGGTGTCCAGTGTCAGTCGCTGGAG 

GAGTCC6GGGGTNGCCTGGTAAC6CCTGGGACACCCCTGANANTCACCTGCACA6CCTTTGG 

ATTTTCCCTCAGTAGCTGGTCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATG 

GATCGGAATGATTGGTATTGTTGGTAGTGGCACATAATANGCGACCTGGGCGAAAGGCCGAT 

TCACCATTTCCAAAACCTTGTGACCACGGTCGATTTGAAAATGACCAGTTTGACAACCGAGGA 

CACGGCCACCTATTTTTGTGTCAGAGGGGGTAGTTTTANTTTTGCTACCGCCTTGTGGGGCCCA 

GGCACCCTGGTCACCGTNTCCTCAGGGCAACCTAA 



pcr.g.mam.31a5.c178.1 1884.780 com 

TTGCAGGCTGCGTGGTTTTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGGAGG 

AGTCCGGGGGTNGCCTGGTAACNCCTGGGACACCCCTGACANTTTTTTGCAAAGTNTTTGGAT 

TTTCCCTCAGCAGNTACGANATGACCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGG 

ATNGGAACCATTAGTANTTGTGGTAATGGATAATACGCGACCTGGGCGAAAGGCCGATTCAC 

CATTTCCAAAACCTTGACCACCGTGGATTTGAAAATCACCAGTCCGACAACCGAGGACACGG 

CCAAGTATTTTTGTGGCAGATTTCGGATTGCTGGTGATGGTGCTTTTGGGGCCCGGGCACGCT 

GGTCACCGTNTCCTCAGGGCAACCTAA 



Fig. 1C 
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Staining of permeabilized human breast tumor cell lines 
with murine anti-mammaglobin monoclonal antibodies 
Key 

■ Secondary alone 
Primary at 1:10 
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Fig. 4B 
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Western blot analysis of Mammaglobin 

from MB415 cells 



1G11 1F4 1H11 1H7 1A5 




Mouse monoclonal: 1G11, 1P4, 1H11.1H7, 1A5 
Rabbit monoclonal: 14A12, 6B12, 2D3, 6A1 
Rabbit polyclonal: 967 

Rec: bacterlally expressed recombinant mammaglobin 

Fig. 5 



IHC analysis of mammaglobin expression in normal tissue. 
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Fig. 6 



Mouse monoclonal sandwiches 
with biotinylated 31 A5 




ng/assay 



Fig. 7 A 



Sandwich combinations 
(serum) 
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Fig. 7B 



31-1H7 with 2D3 or 31A5 biotinylated 
(PBS) 
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la MKLLMVLMLAALSQHCYAGS GCPLLENVI5KTINPQVSKTEYKELLQEFIDDNATTNAIDELKECFLNQTDETLSNVEVFMQLIYDS5LCDLF 
2a MKLLHVLML AALSQHCYAGSGCPLLENVIS KTINPQVSKTEYKELLQEFIDDNATTNAIDELKECFLNQTDETLSNVEVFMQLIYDSSLCDLF 
3a MKLLMVLMLAALSQHCYAGS GCPLLENVISKTINPQVSKT EYKELLQEFIDDNATTNAIDELKECFLNQTDETLSNVEVFMQLIYDSSLCDLF 
4a MKI I MVLMLAALSQHCYAGSGCPLLENVIS KTINPQVSKTEYKELLQEFI DDNATTNAIDELKECFLNQTDETLSNVEVFMQLIYDSSLCDLF 
5a MKI I MVI Ml AM SQHCYAGSGCPLLENVI5KTINPQVSKT EYKELLQEFIDDNATTNAID ELKECFLNQTDETLSNVEVFMQLIYDSSLCDLF 
6a m I MVI Ml AAI snOAflSGf PI I FNVISICTINPQVSKTEYKELLQEFI DDNATTNAIDELKECFLNQT DETLSNVEVFMQLIYDSSLCDEF 
7a mri I Ml mi AAI snnr.YAfiSfir.PI I FNVTSKTTNPOVSKTEYKELLQEFIDDNATTNAID ELKECFLNQTDETLSNVEVF MQLIYDSSLCDLF 
8a MKLLMV 1 Ml aai SQHrYACSfiTPl I FMVTSKTTMPfiVSKTFYKFI 1 flFFTDDNATTNAIDELlCECFLNQ TDETLSNVEVFMQLIYDSSLCDLF 



peptide I 


AA sequence 


AA location within mmgb 


la 


MKLLMVLMLAALSQHCYAGS 


1-20 


2a 


ALSQHCYAGSGCPLLENVIS 


11-30 


3a 


GCPLLENVISKTINPQVSKT 


21-40 


4a 


KTINPQVSKTEYKELLQEFI 


31-50 


5a 


EYKELLQEFIDDNATTNAID 


41-60 


6a 


DDNATTNAIDELKECFLNQT 


51-70 


7a 


ELKECFLNQTDETLSNVEVF 


61-80 


8a 


DETLSNVEVFMQLIYDSSLCDLF 


71-93 



Fig. 10 
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Fig. 11A 
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V///////////A medium 

] control protein 
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peptide 4A-7A mix 
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twwtsa 7A 



11B 



MKLLMVLMLAALSQHCYAGSGCPLLENV ISKTINPQVSKTEYKELLQEFIDDNATTNAI DELKECFLNQTDETLSNVEVFMQLI YDSSLCDLF 



I Start positon sequence (length) score 

1 2 KLLMVLMLA (9) 148 

2 3 LLMVLMLAA (9) 72 

3 4 LMVLMLAAL (9) 60 

4 66 FLNQTDETL (9) 48 

6 83 LIYDsSLCDL (10) 151 

7 2 KLLMvLMLAA (10) 148 

8 80 FMQLi YDSSL (10) 71 

9 58 AIDE1KECFL (10) 26 

10 45 LLQEf IDDNA (10) 17 



Fig. 12 
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Fig. 13B 




Mgb peptide 1 mouse #1 



« — E;T vs. JurkatA2Kb 
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Fig. 14C 
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FIGURE 19 
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FIGURE 21 
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